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Fig Al: Histidine metabolism cluster is highlighted in blue
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Fig A2: Glycine, serine and threonine metabolism cluster is highlighted in blue
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Fig A3: Phenylalanine metabolism cluster is highlighted in blue
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Fig A4: Arginine and proline metabolism cluster is highlighted in blue.
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Fig A5: Integrin-mediated cell adhesion cluster highlighted in blue
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Fig A6: GPCRs Class A Rhodopsin-like cluster highlighted in blue



