Supplementary materials 3 - Proteomic Analysis of Ammonia-Induced Stress in Chinese Hamster
Ovary (CHO) Cell Cultures.

Section 1

Total numbers of proteins identified using SEQUEST HT against a Cricetulus griseus protein
database, derived from a UniProt repository Taxon — 10029, proteome ID UP001108280 (downloaded
September 2024), as described in the methodology section.

Total Proteins ‘ >= 2 peptides matched ‘ Peptide Spectral Matches ‘ MS/MS
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Section 2 Annotated KEGG Pathways

CITRATE CYCLE (TCA CYCLE)
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TCA Cycle (cge00020) enrichment from CHO-DP12 cells exposed to 10mM and 30mM ammonia
supplementation, 48 hours after supplementation.

Glycolysis/Gluconeogenesis (cge00010) enrichment from CHO-DP12 cells exposed to 10mM and
30mM ammonia supplementation, 48 hours after supplementation.
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Protein processing in endoplasmic reticulum (cge04141) enrichment from CHO-DP12 cells exposed
to 10mM and 30mM ammonia supplementation, 48 hours after supplementation.



CITRATE CYCLE (TCA CYCLE)
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TCA Cycle (cge00020) enrichment from NISTCHO cells exposed to 10mM and 30mM ammonia
supplementation, 48 hours after supplementation.
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Glycolysis/Gluconeogenesis (cge00010) enrichment from NISTCHO cells exposed to 10mM and
30mM ammonia supplementation, 48 hours after supplementation.

i | [3

- g 3
e b= d [FACz] [DUB |

[EE—
- Cripam
. a3
Ty EiTy 2] [
et G | ey
1 CHIP.

3 Vi
il - FEAL
| [HERE [Hwnn | T}
=0 ar | sel

(Soccharomyces coevisine)  (Mamimals)

o441 11426
€1 Kanc

e —

Protein processing in endoplasmic reticulum (cge04141) enrichment from NISTCHO cells exposed to
10mM and 30mM ammonia supplementation, 48 hours after supplementation.



CITRATE CYCLE (ICACYCLE)
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TCA Cycle (cge00020) enrichment from CHO-DP12 cells exposed to 10mM and 30mM ammonia
supplementation, 120 hours after supplementation.

Glycolysis/Gluconeogenesis (cge00010) enrichment from CHO-DP12 cells exposed to 10mM and
30mM ammonia supplementation, 120 hours after supplementation.

PROTEASONE

Proteasome (cge03050) enrichment from CHO-DP12 cells exposed to 10mM and 30mM ammonia
supplementation, 120 hours after supplementation.
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Protein processing in endoplasmic reticulum (cge04141) enrichment from CHO-DP12 cells exposed
to 10mM and 30mM ammonia supplementation, 120 hours after supplementation.
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Apoptosis (cge04210) enrichment from NISTCHO cells exposed to 10mM and 30mM ammonia
supplementation, 120 hours after supplementation.

CITRATE CYCLE (TCACYCLE)
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TCA Cycle (cge00020) enrichment from NISTCHO cells exposed to 10mM and 30mM ammonia
supplementation, 120 hours after supplementation.
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Glycolysis/Gluconeogenesis (cge00010) enrichment from NISTCHO cells exposed to 10mM and
30mM ammonia supplementation, 120 hours after supplementation.



PROTEASOME

Proteasome (cge03050) enrichment from NISTCHO cells exposed to 10mM and 30mM ammonia
supplementation, 120 hours after supplementation.
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Protein processing in endoplasmic reticulum (cge04141) enrichment from NISTCHO cells exposed to
10mM and 30mM ammonia supplementation, 120 hours after supplementation.



